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Tannerellaceae
Bacteroidaceae
Desulfovibrionaceae
Helicobacteraceae
Bacteroidetes_[F-1]
Sutterellaceae
Coriobacteriaceae
Muribaculaceae
Peptococcaceae
Thermohalobacteraceae
Neisseriaceae
Enterococcaceae
Comamonadaceae
Chromatiaceae
Oxalobacteraceae
Sphingomonadaceae
Moraxellaceae
Actinidiaceae
Moraxellaceae
Enterobacteriaceae
Burkholderiaceae
Erwiniaceae
Pseudomonadaceae
Geodermatophilaceae
Micrococcaceae
Sphingobacteriaceae
Bradyrhizobiaceae
Prevotellaceae
Mucispirillaceae
Planococcaceae
Eubacteriales Family XlII. Incertae Sedis
Atopobiaceae
Turicibacteraceae
Microbacteriaceae
Clostridiales_[F-1]
Mollicutes_[F-2]
Streptococcaceae
Bacteroidaceae
Eggerthellaceae
Akkermansiaceae
Clostridiaceae
Eubacteriaceae_[XV]
Eubacteriales_[F-1]
Anaeroplasmataceae
Lactobacillaceae
Peptostreptococcaceae
Muribaculaceae
Oscillospiraceae
Lachnospiraceae

Erysipelotrichaceae

Family



